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In recent years, proteomics has become one of the critical methods in biomedical
research, and its vigorous development is related to high-resolution protein
separation and high-sensitivity, high-accuracy mass spectrometry. This course covers
the analytical principles of various mass spectrometers, emphasizes the basic
procedures of sample preparation, and illustrates the application of this technique in
basic science and clinical medicine.
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The subject of this course is "Application of Proteomics in Clinical Medicine and

enabling students to understand how to use systematic protein

separation and mass spectrometry techniques to prepare biological samples and
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construct highly reliable and competitive proteomic databases. The goal is to train
developing biomarkers and investigating pathogenic mechanisms

students to flexibly apply mass spectrometry to various research fields, such as
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1. Attendance rate: 30% (Unexcused absences and latecomers will be deducted 2~3
2. Class discussion participation rate: 20%
3. Examination: 50%
2 % Principles of proteomics
i .
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Introduction to proteomics
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2 | 114-07-16 | 15:10~17:00 | 2 | The application of mass spectrometry in LR
proteomics
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3| 1140717 1/ 13:10~15:00 | 2 The principle and application of MALDI-TOF e
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4 | 114-07-17 | 15:10-17:00 | 2 The principle and application of LC-MS/MS &
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post-translational modifications analysis
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Functional proteomics
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